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HTLV       ---------- ---------- ---------- ---------- ---------- ---------- ----------
HIV1B5     ---------- ---------- ---------- ---------- -FFREDLAFL QGKAREFSSE QTRANSPTIS
HIV1H2     ---------- ---------- ---------- ---------- -FFREDLAFL QGKAREFSSE QT--------
HIV1MN     ---------- ---------- ---------- ---------- -FFREDLAFL QGKAE-FS-- ----------
HIV1N5     ---------- ---------- ---------- ---------- -FFREDLAFP QGKAREFSSE QT--------
HIV1ND     ---------- ---------- ---------- ---------- -FFREDLAFP QGKAGEFSSE QT--------
HIV1OY     ---------- ---------- ---------- ---------- -FFREDLAFP QGKAREFSSE QT--------
HIV1PV     ---------- ---------- ---------- ---------- -FFREDLAFL QGKAREFSSE QTRANSPTIS
HIV1U4     ---------- ---------- ---------- ---------- -FFRENLAFQ QGEAREFSSE QTRANSPTS-
HIV1Z2     ---------- ---------- ---------- ---------- -FFREDLAFP QGKAGELSSE QT--------
HIV2CA     ---------- ---------- ---------- --------TG GFFRDWPLGK --EAPQFPRG PSSTGANTN-
HIV2D1     VLELWKGGTL GETVPSTQKT GLLEVWQVRT HHGKLPGKTG RFFRDGPTGK --AAPQLPRG PSSSGADTN-
HIV2G1     ---------- ---------- ----MWQDRT RHGKMPRKTG RFFRDGSMGK --EAPQLPRG PSSSGADTN-
HIV2KR     ---------- ---------- ---------- --------TG WFFRDWPMGK --EASQLPRD PSPAGADTN-
HIV2RO     ---------- ---------- ---------- --------TG RFFRTGPLGK --EAPQLPRG PSSAGADTN-
HIV2SB     ---------- ---------- ---------- --------TG WFFRAWTMGK --EAPQLPRG PKFAGANTN-
HIV2ST     ---------- --------KT RLLEMWQGRT HHGKMPRKTG GFFRVGPMGK --EAPQFPCG PNPAGADTN-
SIVCZ      ---------- -----STKKK RLLAVWARGT PNERLHRKTG EFFRERLAFP QREARQLCAE QNRTNGP---
Smanga_S4  ---------- ---------- ---------- -------KTG GFFRAWPMGK --EAPQFPHG PDASGADTN-
Smanga_SP  ---------- ---------- ---------- ----MPRKTS GFFRAWPMGK --EAPQFPHG PDASGADTN-

          71
HTLV       ---------- ---------- ---------- ---------- ---------- ---------- ----------
HIV1B5     SEQTRANSPT RRELQ----- --------VW GRDNNSPSEA ----GADRQG TVSFNFPQIT LWQRPLVTIK
HIV1H2     ----RANSPT RRELQ----- --------VW GRDNNSPSEA ----GADRQG TVSFNFPQVT LWQRPLVTIK
HIV1MN     SEQNRANSPT RRELQ----- --------VW GRDNNSLSEA GEEAGDDRQG PVSFSFPQIT LWQRPIVTIK
HIV1N5     ----RANSPT RRELQ----- --------VW GRDNNSLSEA ----GADRQG TVSFSFPQIT LWQRPLVTIK
HIV1ND     ----RANSPT SRELR----- --------VW GGDNP-LSET ----GAERQG TVSFSFPQIT LWQRPLVTIK
HIV1OY     ----RANSPT SRELR----- --------VW GRDNNSPSEA ----GADRQG TVSFNLPQIT LWQRPIVTIK
HIV1PV     SEQTRANSPT RRELQ----- --------VW GRDNNSPSEA ----GADRQG TVSFNFPQIT LWQRPLVTIK
HIV1U4     ---------- -RN------- --------LW DGGKD---DL PCETGAERQG TDSFSFPQIT LWQRPLVTVK
HIV1Z2     ----RANSPT SRELR----- --------VW GRDNP-LSET ----GAERQG TVSFNCPQIT LWQRPLVTIK
HIV2CA     STPIGSSSGS TGEIYAAREK AEGAETETIQ RGDRGLTAPR TRRGPMQG-D NRGLAAPQFS LWKRPVVTAH
HIV2D1     STPNRSSSGP VGEIYAAREK AERAEGETIQ GGDGGLTAPR AGRDAPQR-G DRGLATPQFS LWKRPVVTAF
HIV2G1     STPSRSSSGS IGKIYAAGER AEGAEGETIQ RGDGRLTAPR AGKSTSQR-G DRGLAAPQFS LWKRPVVTAY
HIV2KR     STPSRPSSRP AREVLAAREE AERAENETIQ GGDRGLTAPR TRRDTTQR-G DRGFAAPQFS LWKRPVVTAY
HIV2RO     STPSGSSSGS TGEIYAAREK TERAERETIQ GSDRGLTAPR AGGDTIQGAT NRGLAAPQFS LWKRPVVTAY
HIV2SB     STPNGSSSGP TGEVHAAREK TERAETKTIQ RSDRGLAASR ARRDTTQR-D DRGLAAPQFS LWKRPVVTAY
HIV2ST     STPDRPSRGP TREVHAAREK AERAEREAIQ RSDRGLPAAR ETRDTMQR-D DRGLAAPQFS LWKRPVVTAH
SIVCZ      ---------T DRELW----- --------VP GGREE----P GEE--RGREQ SISTNLPQIT LWQRPLIPVK
Smanga_S4  CSPRGSSCGS TEELHEDGQK AEGEQRETLQ G--------- ---------G DRGFAAPQFS LWRRPVVTAY
Smanga_SP  CSPRGSSCGS TEELHEDGQK AEGEQRETLQ G--------- ---------G NGGFAAPQFS LWRRPIVTAY

         141
HTLV       ---------- ---------- ---------- ---------- ---------- ---------- ----------
HIV1B5     IGGQLKEALL DTGADDTVLE EMSLPGRWKP KMIGGIGGFI KVRQYDQILI EICGHKAIGT VLVGPTPVNI
HIV1H2     IGGQLKEALL DTGADDTVLE EMSLPGRWKP KMIGGIGGFI KVRQYDQILI EICGHKAIGT VLVGPTPVNI
HIV1MN     IGGQLKEALL DTGADDTVLG EMNLPRRWKP KMIGGIGGFI KVRQYDQITI GICGHKAIGT VLVGPTPVNI
HIV1N5     IGGQLKEALL DTGADDTVLE EMNLPGRWKP KMIGGIGGFI KVGQYDQILI EICGHKAIGT VLVGPTPVNI
HIV1ND     IGGQLKEALL DTGADDTVLE EINLPGKWKP KMIGGIGGFI KVRQYDQILI EICGYKAMGT VLVGPTPVNI
HIV1OY     IGGQLKEALL DTGADDTVLE EMNLPGRWKP KMIGGIGGFI KVRQYDQILI EICGHKAIGT VLVGPTPVNI
HIV1PV     IGGQLKEALL DTGADDTVLE EMSLPGRWKP KMIGGIGGFI KVRQYDQILI EICGHKAIGT VLVGPTPVNI
HIV1U4     IGGQLIEALL DTGADDTVLE DINLPGKWKP KIIGGIGGFI KVRQYDQILI EICGKKTIGT VLVGPTPVNI
HIV1Z2     IGGQLKEALL DTGADDTVLE EMNLPGKWKP KMIGGIGGFI KVRQYDQILI EICGHKAIGT VLVGPTPVNI
HIV2CA     IEGQPVEVLL DTGADDSIVA GIELGSNYSP KIVGGIGGFI NTKEYKNVEI EVLGKRVRAT IMTGDTPINI
HIV2D1     IEDQPVEVLL DTGADDSIVA GIELGDNYTP KIVGGIGGFI NTKEYKNVEI KVLNKRVRAT IMTGDTPINI
HIV2G1     IEVQPVEVLL DTGADDSIVA GIQLGDNYVP KIVGGIGGFI NTKEIKNIEI KVLNKRVRAT IMTGDTPINI
HIV2KR     VEGQPVEVLL DTGADDSIVA GIELGSNYSP KIVGGIGGFI NTKEYKNVEI KVLNKKVKAT IMTGDTPINI
HIV2RO     IEGQPVEVLL DTGADDSIVA GIELGNNYSP KIVGGIGGFI NTKEYKNVEI EVLNKKVRAT IMTGDTPINI
HIV2SB     IEDQPVEVLL DTGADDSIVA GIELGSNYSP KIVGGIGGFI NTKEYKDVEI RVLNKKVRAT IMTGDTPINI
HIV2ST     VEGQPVEVLL DTGADDSIVA GVELGSNYSP KIVGGIGGFI NTKEYKNVEI RVLNKRVRAT IMTGDTPINI
SIVCZ      VEGQLCEALL DTGADDTVIE RIQLQGLWKP KMIGGIGGFI KVKQFDNVHI EIEGRKVVGT VLVGPTPVNI
Smanga_S4  IEEQPVEVLL DTGADDSIVA GIELGPNYTP KIVGGIGGFI NTKEYKDVKI KVLGKVIKGT IMTGDTPINI
Smanga_SP  IEEQPVEVLL DTGADDSIVA GIELGPNYTP KIVGGIGGFI NTKEYKDVKI KVLGKVIKGT IMTGDTPINI



         211
HTLV       -GKK----AA CNL----ANT GASRPWARTP PKAPRNQPVP FKPERLQALQ HLVRKALEAG HIE--PYTGP
HIV1B5     IGRNLLTQIG CTLNFPISPI ETVPVKLKPG MDGPKVKQWP LTEEKIKALV EICTEMEKEG KISKIGPENP
HIV1H2     IGRNLLTQIG CTLNFPISPI ETVPVKLKPG MDGPKVKQWP LTEEKIKALV EICTEMEKEG KISKIGPENP
HIV1MN     IGRNLLTQLG CTLNFPISPI ETVPVKLKPG MDGPKVKQWP LTEEKIKALI EICTEMEKEG KISKIGPENP
HIV1N5     IGRNLLTQIG CTLNFPISPI ETVPVKLKPG MDGPKVKQWP LTEEKIKALV EICTEMEKEG KISKIGPENP
HIV1ND     IGRNLLTQIG CTLNFPISPI ETVPVKLKPG MDGPKVKQWP LTEEKIKALT EICTEMEKEG KISRIGPENP
HIV1OY     IGRNLLTQLG CTLNFPISPI ETVPVKLKPG MDGPKVKQWP LTEEKIKVLI EICTEMEKEG KISKVGPENP
HIV1PV     IGRNLLTQIG CTLNFPISPI ETVPVKLKPG MDGPKVKQWP LTEEKIKALV EICTEMEKEG KISKIGPENP
HIV1U4     IGRNMLTQIG CTLNFPISPI ETVPVKLKPE MDGPKVKQWP LTEEKIKALT EICNEMEKEG KISKIGPENP
HIV1Z2     IGRNLLTQIG CTLNFPISPI ETVPVKLKPG MDGPKVKQWP LTEEKIKALT EICTEMEKEG KISRVGPENP
HIV2CA     FGRNILTALG MSLNLPVAKI EPIKIMLKPG KDGPRLRQWP LTKEKIEALK EICEKMEKEG QLEEAPPTNP
HIV2D1     FGRNILATLG MSLNLPVAKL DPIKVTLKPG KDGPRLKQWP LTKEKIEALK EICEKMEREG QLEEAPPTNP
HIV2G1     FGRNILTALG MSLNLPIAKI EPIKVTLKPG KDGPRLRQWP LTKEKIEALR EICEKMEKEG QLEEAPPTNP
HIV2KR     FGRNILTALG MSLNLPVAKV DPIKVILKPG KDGPKVRQWP LTKEKIEALK EICEKMEREG QLEEAPPTNP
HIV2RO     FGRNILTALG MSLNLPVAKV EPIKIMLKPG KDGPKLRQWP LTKEKIEALK EICEKMEKEG QLEEAPPTNP
HIV2SB     FGRNILTALG MSLNLPVAKI EPVKVTLKPG KDGPKQRQWP LTREKIEALR EICEKMEREG QLEEAPPTNP
HIV2ST     FGRNILTALG MSLNLPVAKI EPIKIMLKPG KDGPKLRQWP LTKEKIEALK EICEKMEREG QLEEAPPTNP
SIVCZ      IGRNILTQLG CTLVFPISSI ETVPVKLKPG MDGPKVKQWP LSAEKIKALT EICQEMEKEG KISKIGPENP
Smanga_S4  FGRNLLTAMG MSLNLPIAKV EPIKVTLKPG KEGPKLRQWP LSKEKIIALR EICEKMEKDG QLEEAPPTNP
Smanga_SP  FGRNLLTAMG MSLNLPIAKV EPIKVTLKPG KDGPKLRQWP LSKEKIIALR EICEKMEKDG QLEEAPPTNP

         281
HTLV       GNNPVFPVKK A-NGTWRFIH DLRATNSLTI DLSSSSPGPP DLSSLPTTLA HLQTIDLRDA FFQIPLPKQF
HIV1B5     YNTPVFAIKK KDSTKWRKLV DFRELNRRTQ DFWEVQLGIP HPAGLKK-KK SVTVLDVGDA YFSVPLDEDF
HIV1H2     YNTPVFAIKK KDSTKWRKLV DFRELNKRTQ DFWEVQLGIP HPAGLKK-KK SVTVLDVGDA YFSVPLDEDF
HIV1MN     YNTPVFAIKK KDSTKWRKLV DFRELNKKTQ DFWEVQLGIP HPAGLKK-KK SVTVLDVGDA YFSVPLDKDF
HIV1N5     YNTPVFAIKK KDSTKWRKLV DFRELNKRTQ DFWEVQLGIP HPAGLKQ-KK SVTVLDVGDA YFSVPLDKDF
HIV1ND     YNTPIFAIKK KDSTKWRKLV DFRELNKRTQ DFWEVQLGIP HPAGLKK-KK SVTVLDVGDA YFSVPLDEDF
HIV1OY     YNTPVFAIKK KDSTKWRKLV DFRELNKRTQ DFWEVQLGIP HPAGLKK-KK SVTVLDVGDA YFSVPLDKDF
HIV1PV     YNTPVFAIKK KDSTKWRKLV DFRELNKRTQ DFWEVQLGIP HPAGLKK-KK SVTVLDVGDA YFSVPLDEDF
HIV1U4     YNTPVFAIKK KDSTKWRKLV DFRELNKRTQ DFWEVQLGIP HTAGLKK-KK SVTVLDVGDA YFSVPLDESF
HIV1Z2     YNTPIFAIKK KDSTKWRKLV DFRELNKRTQ DFWEVQLGIP HPAGLKK-KK SVTVLDVGDA YFSVPLDKDF
HIV2CA     YNTPTFAIRK KDKNKWRMLI DFRELNKVTQ DFTEIQLGIP HPAGLAK-KR RITVLDVGDA YFSIPLHEDF
HIV2D1     YNTPTFAIKK KDKNKWRMLI DFRELNRVTQ DFTEIQLGIP HPAGLAK-KK RITVLDVGDA YFSIPLHEDF
HIV2G1     YNTPTFAIKK KDKNKWRMLI DFRELNRVTQ DFTEIQLGIP HPAGLAK-KK RITVLDVGDA YFSIPLHEDF
HIV2KR     YNTPTFAIKK KDKNKWRMLI DFRELNKVTQ EFTEIQLGIP HPAGLAK-KR RITVLDIGDA YFSIPLHEDF
HIV2RO     YNTPTFAIKK KDKNKWRMLI DFRELNKVTQ DFTEIQLGIP HPAGLAK-KR RITVLDVGDA YFSIPLHEDF
HIV2SB     YNTPTFAIKK KDKNKWRMLI DFRELNKVTQ DFTEVQLGIP HPAGLAK-KR RITVLDVGDA YFSIPLYEDF
HIV2ST     YNTPTFAIKK KDKNKWRMLI DFRELNKVTQ DFTEIQLGIP HPAGLAK-KK RITVLDVGDA YFSIPLHEDF
SIVCZ      YNTPIFAIKK KDSTKWRKLV DFRELNKRTQ DFWEVQLGIP HPAGLKK-KK SVTVLDVGDA YFSCPLDKDF
Smanga_S4  YNTPTFAIKK KDKNKWRMLI DFRELNKVTQ DFTEVQLGIP HPAGLAK-RR RITVLDVGDA YFSIPLDEEF
Smanga_SP  YNTPTFAIKK KDKNKWRMLI DFRELNKVTQ DFTEVQLGIP HPAGLAK-RR RITVLDVGDA YFSIPLDEEF

         351
HTLV       QPYFAFTVPQ QCNYGPGTRY AWKVLPQGFK NSPTLFEMQL AHILQPIRQA FPQCTILQYM DDILLASPSH
HIV1B5     RKYTAFTIPS INNETPGSGY QYNVLPQGWK GSPAIFQSSM TKILEPFRKQ NPDIVIYQYM DDLYVGSDLE
HIV1H2     RKYTAFTIPS INNETPGIRY QYNVLPQGWK GSPAIFQSSM TKILEPFRKQ NPDIVIYQYM DDLYVGSDLE
HIV1MN     RKYTAFTIPS INNETPGIRY QYNVLPQGWK GSPAIFQSSM TKILEPFRKQ NPDIVIYQYM DDLYVGSDLE
HIV1N5     RKYTAFTIPS INNETPGIRY QYNVLPQGWK GSPAIFQCSM TKILEPFRKQ NPDIVIYQYM DDLYVGSDLE
HIV1ND     RKYTAFTIPS INNETPGIRY QYNVLPQGWK GSPAIFQSSM TKILEPFRKQ NPEIVIYQYM DDLYVGSDLE
HIV1OY     RKYTAFTIPS INNETPGIRY QYNVLPQGWK GSPAIFQSSM TKILEPFRKQ NPDIVIYQYM DDLYVGSDLE
HIV1PV     RKYTAFTIPS INNETPGIRY QYNVLPQGWK GSPAIFQSSM TKILEPFRKQ NPDIVIYQYM DDLYVGSDLE
HIV1U4     RKYTAFTIPS INNETPGVRY QYNVLPQGWK GSPSIFQSSM TKILEPFRSQ HPDIVIYQYM DDLYVGSDLE
HIV1Z2     RKYTAFTIPS INNETPGIRY QYNVLPQGWK GSPAIFQSSM TKILEPFRKQ NPEIVIYQYM DDLYVGSDLE
HIV2CA     RQYTAFTLPS VNNAEPGKRY IYKVLPQGWK GSPAIFQYTM RQVLEPFRKA NSDVIIIQYM DDILIASDRT
HIV2D1     RQYTAFTLPS VNNAEPEKRY VYKVLPQGWK GSPAIFQFMM RQILEPFRKA NPDVILIQYM DDILIASDRT
HIV2G1     RQYTAFTLPS VNNAEPGKRY IYKVLPQGWK GSPAIFQHTM RQVLEPFRKA NPDVILIQYM DDILIASDRT
HIV2KR     RQYTAFTLPT VNNAEPGKRY IYKVLPQGWK GSPAIFQHTM RQVLEPFRKA NPDVILVQYM DDILIASDRT
HIV2RO     RPYTAFTLPS VNNAEPGKRY IYKVLPQGWK GSPAIFQHTM RQVLEPFRKA NKDVIIIQYM DDILIASDRT
HIV2SB     RQYTAFTLPS VNNAEPGKRY IYKVLPQGWK GSPAIFQYTM RQVLEPFRKA NPDVIIVQYM DDILIASDRT
HIV2ST     RQYTAFTLPS INNAEPGKRY IYKVSPQGWK GSPAIFQYTM RQVLEPFRKA NPDIILIQYM DDILIASDRT
SIVCZ      RKYTAFTIPS INNETPGVRY QYNVLPQGWK GSPSIFQSSM TKILEPFREK NPDITIYQYM DDLYVGSDLE
Smanga_S4  RQYTAFTLPS VNNAEPGKRY IYKVLPQGWK GSPAIFQYTM RNVLEPFRKA NPDVTLIQYM DDILIASDRT
Smanga_SP  RQYTAFTLPS VNNAEPGKRY IYKVLPQGWK GSPAIFQHTM RNVLEPFRKA NPDVTLIQYM DDILIASDRT



         421
HTLV       EDLLLLS-EA TMASLISHGL PVSENKTQQT PGTIKFLGQI ISPNHLTYDA VPTVPIRSRW ALPELQALLG
HIV1B5     IGQHRTKIEE LRQHLLRWGF TTPDKKHQKE P-PFLWMGYE LHPDKWTIQP I-VLPEKDSW TVNDIQKLVG
HIV1H2     IGQHRTKIEE LRQHLLRWGL TTPDKKHQKE P-PFLWMGYE LHPDKWTVQP I-VLPEKDSW TVNDIQKLVG
HIV1MN     IGQHRAKIEE LRRHLLRWGF TTPDKKHQKE P-PFLWMGYE LHPDKWTVQP I-VLPEKDSW TVNDIQKLVG
HIV1N5     IGQHRTKIEE LRQHLLRWGF TTPDKKHQKE P-PFLWMGYE LHPDKWTVQP I-VLPEKDSW TVNDIQKLVG
HIV1ND     IGQHRTKIEE LREHLLRWGF TTPDKKHQKE P-PFLWMGYE LHPDKWTVQP I-NLPEKESW TVNDIQKLVG
HIV1OY     IGQHRTKIEE LRQHLLRWGF TTPDKKHQKE P-PFLWMGYE LHPDKWTVQP I-MLPEKDSW TVNDIQKLVG
HIV1PV     IGQHRTKIEE LRQHLLRWGL TTPDKKHQKE P-PFLWMGYE LHPDKWTVQP I-VLPEKDSW TVNDIQKLVG
HIV1U4     IGQHRAKIEE LRAHLLSWGF ITPDKKHQKE P-PFLWMGYE LHPDKWTVQP I-QLPEKDSW TVNDIQKLVG
HIV1Z2     IGQHRTKIEE LREHLLRWGF TTPDKKHQKE P-PFLWMGYE LHPDKWTVQS I-KLPEKESW TVNDIQKLVG
HIV2CA     DLEHDKVVLQ LKELLNNLGF STPDEKFQKD P-PYRWMGYE LWPTKWKLQK I-QLPQKEVW TVNDIQKLVG
HIV2D1     GLEHDKVVLQ LKELLNGLGF STPDEKFQKD P-PFQWMGYE LWPTKWKLQK I-QLPQKEIW TVNDIQKLVG
HIV2G1     GLEHDKVVLQ LKELLNGLGF STPDEKFQKD P-PLQWMGYE LWPTKWKLQK L-QLPQKEIW TVNDIQKLVG
HIV2KR     DLEHDRTVLQ LKELLNGLGF STPDEKFQKD P-PYKWMGYE LWPTKWKLQK I-QLPQKEVW TVNDIQKLVG
HIV2RO     DLEHDRVVLQ LKELLNGLGF STPDEKFQKD P-PYHWMGYE LWPTKWKLQK I-QLPQKEIW TVNDIQKLVG
HIV2SB     DLEHDKVVLQ LKELLNGLGF STPDEKFQKD P-PYQWMGYE LWPTKWKLQK I-QLPQKEVW TVNDIQKLVG
HIV2ST     DLEHDRVVLQ LKELLNGLGF STPDEKFQKD P-PYQWMGYE LWPTKWKLQR I-QLPQKEVW TVNDIQKLVG
SIVCZ      IDQHRKKVEE LRQHLLKWGF TTPDKKHQKE P-PFLWMGYE LHPDKWTVQP I-QLPEKEVW TVNDIQKLIG
Smanga_S4  DLEHDRVVLQ LKELLNGIGF STPEEKFQKD P-PFQWMGYE LWPTKWKLQK I-ELPQRETW TVNDIQKLVG
Smanga_SP  DLEHDRVVLQ LKELLNSIGF STPEEKFQKD P-PFQWMGYE LWPTKWKLQK I-ELPQRETW TVNDIQKLVG

         491
HTLV       EIQWVSKGTP TLRQPLHSLY CALQRHTDPR -DQIYLNPSQ VQSLVQLRQA LSQNCRSRLV QTLPLLGAIM
HIV1B5     KLNWASQIYP GIKVR---QL CKLLRGTKAL TEVIPLTEEA ELELAENREI LKEPVHGVYY DPSKD-----
HIV1H2     KLNWASQIYP GIKVR---QL CKLLRGTKAL TEVIPLTEEA ELELAENREI LKEPVHGVYY DPSKD-----
HIV1MN     KLNWASQIYA GIKVK---QL CKLLRGTKAL TEVIPLTEEA ELELAENREI LKEPVHGVYY DPSKD-----
HIV1N5     KLNWASQIYA GIKVR---QL CKLLRGTKAL TEVVPLTEEA ELELAENREI LKEPVHGVYY DPSKD-----
HIV1ND     KLNWASQIYA GIKVK---QL CKLLRGTKAL TEVVPLTEEA ELELAENREI LKEPVHGVYY DPSKD-----
HIV1OY     KLNWASQIYA GIKVK---NL CKLLRGTKAL TEVIPLTEEA ELELAENREI LKEPVHGVYY DPSKD-----
HIV1PV     KLNWASQIYP GIKVR---QL CKLLRGTKAL TEVIPLTEEA ELELAENREI LKEPVHGVYY DPSKD-----
HIV1U4     KLNWASQIYA GIKVK---QL CKLLRGAKAL TDIVTLTEEA ELELAENREI LKDPVHGVYY DPSKD-----
HIV1Z2     KLNWASQIYP GIKVR---QL CKLLRGTKAL TEVIPLTEEA ELELAENREI LKEPVHGVYY DPSKD-----
HIV2CA     VLNWAAQIYP GIKTK---HL CRLIRGKMTL TEEVQWTELA EAELEENRII LSQEQEGHYY QEEKE-----
HIV2D1     VLNWAAQIYP GIKTK---HL CKLIRGKMTL TEEVQWTELA EAELEENKII LSQEQEGSYY QEEEE-----
HIV2G1     VLNWAAQIYP GIKTK---HL CRLIKGKMTL TEEVQWTELA EAELEENKII LSQEQEGYYY QEEKE-----
HIV2KR     VLNWAAQIYP GIKTK---HL CRLIRGKMTL TEEVQWTELA EAELEENKII LSQEQEGCYY QEEKE-----
HIV2RO     VLNWAAQLYP GIKTK---HL CRLIRGKMTL TEEVQWTELA EAELEENRII LSQEQEGHYY QEEKE-----
HIV2SB     VLNWAAQIYP GIKTK---HL CKLIRGKMTP TEEVQWTELA EAELEENKII LSQEQEGHYY QEEKE-----
HIV2ST     VLNWAAQIYP GIKTR---NL CRLIRGKMTL TEEVQWTELA EAELEENKII LSQEQEGCYY QEEKE-----
SIVCZ      KLNWASQIYP GIKIK---QL CKLIRGTKKL TDVVPLTPEA ELELAENREI VSTPVHGVYY DPDKE-----
Smanga_S4  VLNWAAQIYP GIKTK---HL CRLIRGKMTL TEEVQWTEMA EAEYEENKII LSQEQEGCYY QEGKP-----
Smanga_SP  VLNWAAQIYP GIKTK---HL CRLIRGKMTL TEEVQWTEMA EAEYEENKII LSQEQEGCYY QEGKP-----

         561
HTLV       LTLTGTTTVV FQSKEQWPLV WLHAPLPHTS QCPWGQLLAS AVLLLDKYTL QSYGLLCQTI HHNISTQTFN
HIV1B5     ----LIAEIQ KQGQGQWTYQ IYQEPFK--- ---------- -NLKTGKYAR MR-----G-- AHTNDVKQLT
HIV1H2     ----LIAEIQ KQGQGQWTYQ IYQEPFK--- ---------- -NLKTGKYAR MR-----G-- AHTNDVKQLT
HIV1MN     ----LIAEVQ KQGQGQWTYQ IYQEPFK--- ---------- -NLKTGKYAR MR-----G-- AHTNDVKQLT
HIV1N5     ----LIAEIQ KQGQGQWTYQ IYQEPFK--- ---------- -NLKTGKYAR MK-----G-- AHTNDVKQLT
HIV1ND     ----LIAELQ KQGDGQWTYQ IYQEPFK--- ---------- -NLKTGKYAR TR-----G-- AHTNDVKQLT
HIV1OY     ----LVAELQ KQGQGQWTYQ IYQEPFK--- ---------- -NLKTGKYAR MR-----G-- AHTNDVKQLT
HIV1PV     ----LIAEIQ KQGQGQWTYQ IYQEPFK--- ---------- -NLKTGKYAR MR-----G-- AHTNDVKQLT
HIV1U4     ----LVAEIQ KQGQDQWTYQ IYQEPFK--- ---------- -NLKTGKYAR KR-----S-- AHTNDVKQLT
HIV1Z2     ----LIAEIQ KQGHGQWTYQ IYQEPFK--- ---------- -NLKTGKYAR MR-----G-- AHTNDVKQLA
HIV2CA     ----LEATVQ KDQDNQWTYK IHQEE-K--- ---------- -ILKVGKYAK IK-----H-- THTNGVKLLA
HIV2D1     ----LEATVI KSQDNQWAYK IHQGE-R--- ---------- -VLKVGKYAK IK-----N-- THTNGVRLLA
HIV2G1     ----LEATIQ KNQDNQWTYK IHQEE-K--- ---------- -ILKVGKYAK IK-----N-- THTNGVRLLA
HIV2KR     ----LEATVQ KDQDNQWTYK IHQGE-K--- ---------- -ILKVGKYAK IK-----N-- THTNGVRLLA
HIV2RO     ----LEATVQ KDQENQWTYK IHQEE-K--- ---------- -ILKVGKYAK VK-----N-- THTNGIRLLA
HIV2SB     ----LEATVQ KDQDNQWTYK VHQGE-K--- ---------- -ILKVGKYAK IK-----N-- THTNGVRLLA
HIV2ST     ----LEATVQ KDQDNQWTYK IHQGG-K--- ---------- -ILKVGKYAK VK-----N-- THTNGVRLLA
SIVCZ      ----LIAEIQ KQGNCQWTYQ IFQEPHK--- ---------- -NLKTGKYAR QR-----S-- AHTNDIRQLA
Smanga_S4  ----IEATVI KSQDNQWSYK IHQED-K--- ---------- -VLKVGKFAK VK-----N-- THTNGVRLLA
Smanga_SP  ----LEATVI KSQDNQWSYK IHQED-K--- ---------- -ILKVGKFAK IK-----N-- THTNGVRLLA



         631
HTLV       QFIQTSDHPS VPILLHHSHR FKN-LGAQT- GELWNTFLKT A-AP----LA PVKALMPVFT LSPVIINTAP
HIV1B5     EAVQKITTES IVIW-GKTPK FKLPIQKETW ETWWTEYWQA TWIPEWEFVN TPPLVKLWYQ LEKEPIVGAE
HIV1H2     EAVQKITTES IVIW-GKTPK FKLPIQKETW ETWWTEYWQA TWIPEWEFVN TPPLVKLWYQ LEKEPIVGAE
HIV1MN     EAVQKIATES IVIW-GKTPK FRLPIQKETW ETWWTEYTXA TWIPEWEVVN TPPLVKLWYQ LEKEPIVGAE
HIV1N5     EAVQKIATES IVIW-GKTPK FKLPIQKETW EAWWTEYWQA TWIPEWEFVN TPPLVKLWYQ LEKEPIIGAE
HIV1ND     EAVQKIATES IVIW-GKTPK FKLPIQKETW ETWWIEYWQA TWIPEWEFVN TPPLVKLWYQ LEKEPIIGAE
HIV1OY     EAVQKITQES IVIW-GKTPK FKLPIQKETW EAWWTEYWQA TWIPEWEFVN TPPLVKLWYQ LEKDPIVGAE
HIV1PV     EAVQKITTES IVIW-GKTPK FKLPIQKETW ETWWTEYWQA TWIPEWEFVN TPPLVKLWYQ LEKEPIVGAE
HIV1U4     EVVQKVSTES IVIW-GKIPK FRLPIQKETW EAWWMEYWQA TWIPEWEFVN TPPLVKLWYQ LEKDPIAGAE
HIV1Z2     EVVQKISTES IVIW-GKTPK FRLPIQKETW ETWWVEYWQA TWIPEWEFVN TPPLVKLWYQ LEKEPIIGAE
HIV2CA     QVVQKIGKEA LV-I-GRIPK FHLPVEREVW EQWWDNYWQV TWIPDWDFVS TPPLVRLAFN LVGDPIPGTE
HIV2D1     QVVQKIGKEA LVIW-GRVPK FHLPVERDTW EQWWDNYWQV TWVPEWDFVS TPPLVRLTFN LVGDPIPGTE
HIV2G1     QVVQKIGKEA LVIW-GRIPK FHLPVERETW EQWWDNYWQV TWIPEWDFVS TPPLVRLTFN LVGDPIPGAE
HIV2KR     HVVQKIGKEA LVIW-GRIPK FHLPVERETW EQWWDNYWQV TWIPDWDFVS TPPLVRLAFN LVKDPIPGEE
HIV2RO     QVVQKIGKEA LVIW-GRIPK FHLPVEREIW EQWWDNYWQV TWIPDWDFVS TPPLVRLAFN LVGDPIPGAE
HIV2SB     QVVQKIGKEA LVIW-GRIPK FHLPVERETW EQWWDNYWQV TWIPDWDFVS TPPLVRLAFN LVKDPIPGAE
HIV2ST     QVVQKIGKEA LVIW-GRIPK FHLPVERDTW EQWWDNYWQV TWIPDWDFIS TPPLVRLVFN LVKDPILGAE
SIVCZ      EAVQKIATES IVIW-GKTPK FRLPVQKESW EAWWAEYWQA TWIPEWEFIN TPPLVKLWYS LETEPIPTTD
Smanga_S4  HVVQKIGKEA LVIW-GEVPK FHLPVEREIW EQWWTDYWQV TWIPDWDFVS TPPLVRLVFN LVKEPIQGAE
Smanga_SP  HVVQKIGKEA IVIW-GQVPR FHLPVEREIW EQWWTDYWQV TWIPEWDFVS TPPLVRLVFN LVKEPIQGAE

         701
HTLV       CLFSDGSTSR AAYILWDKQI LS-QRSFPLP PPHKSAQRAE LLGLLHGLSS ARSWRCLNIF LDSKYLYHYL
HIV1B5     TFYVDGAASR ETKLGKAGYV TNRGRQKVVT LTHTTNQKTE LQAIHLAL-- QDSGLEVNIV TDSQYALGII
HIV1H2     TFYVDGAANR ETKLGKAGYV TNRGRQKVVT LTDTTNQKTE LQAIYLAL-- QDSGLEVNIV TDSQYALGII
HIV1MN     TFYVDGAANR ETKKGKAGYV TNRGRQKVVS LTDTTNQKTE LQAIHLAL-- QDSGLEVNIV TDSQYALGII
HIV1N5     TFYVDGAANR ETKLGKAGYV TDRGRQKVVP LTDTTNQKTE LQAIHLAL-- QDSGLEVNIV TDSQYALGII
HIV1ND     TFYVDGAANR ETKLGKAGYV TDRGRQKVVP FTDTTNQKTE LQAINLAL-- QDSGLEVNIV TDSQYALGII
HIV1OY     TFYVDGAANR ETKLGKAGYV TDRGRQKVVS LTDTTNQKTE LQAIHLAL-- QDSGLEVNIV TDSQYALGII
HIV1PV     TFYVDGAANR ETRLGKAGYL TNKGRQKVVP LTNTTNQKTE LQAIYLAL-- QDSGLEVNIV TDSQYALGII
HIV1U4     TFYVDGAANR ETKLGKAGYV TDRGRQKVVS LTETTNQKTE LHAIHLAL-- QDSGSEVNIV TDSQYALGII
HIV1Z2     TFYVDGAANR ETKLGKAGYV TDRGRQKVVP FTDTTNQKTE LQAINLAL-- QDSGLEVNIV TDSQYALGII
HIV2CA     TFYTDGSCNR QSKEGKAGYV TDRGRDKVKI LEQTTNQQAE LEAFAMAL-- TDSGPKANII VDSQYVMGIV
HIV2D1     TFYTDGSCNR QSKEGKAGYV TDRGRDRVRV LEQTSNQQAE LEAFAMAL-- ADSGPKVNII VDSQYVMGIV
HIV2G1     TFYTDGSCNR QSKEGKARYV TDRGRDKVRV LERTTNQQAE LEAFAMTL-- TDSGPKVNII VDSQYVMGIV
HIV2KR     TFYTDGSCNR QSKEGKAGYI TDRGRDKVRI LEQTTNQQAE LEAFAMAL-- TDSGPKANII VDSQYVMGIV
HIV2RO     TFYTDGSCNR QSKEGKAGYV TDRGKDKVKK LEQTTNQQAE LEAFAMAL-- TDSGPKVNII VDSQYVMGIS
HIV2SB     TFYTDGSCNR QSKEGKAGYI TDRGKDKVRI LEQTTNQQAE LEAFAMAV-- TDSGPKVNIV VDSQYVMGIV
HIV2ST     TFYTDGSCNK QSREGKAGYI TDRGRDKVRL LEQTTNQQAE LEAFAMAV-- TDSGPKANII VDSQYVMGIV
SIVCZ      TYYVDGAANR ETKTGKAGYV TDKGKQKIIS LENTTNQQAE LKALLLAL-- QDSDQQVNIV TDSQYVLGII
Smanga_S4  TFYVDGSCNR QSREGKAGYV TDRGRDKAKL LEQTTNQQAE LEAFYLAL-- ADSGPKANII VDSQYVMGII
Smanga_SP  TFYVDGSCNR QSREGKAGYV TDRGRDKAKL LEQTTNQQAE LEAFYLAL-- ADSGPKANII VDSQYVMGIV

         771
HTLV       RTLALGTFQG RSSQAPFQAL LPRLLSRKVV YLHHVRSHTN LPDPISRLNA LTDALLITPV LQLS---P-A
HIV1B5     QAQP-----D KSESELVNQI IEQLIKKEKV YLAWVPAHKG IGGNEQVDKL VSAG--IRKI LFLDGIDKAQ
HIV1H2     QAQP-----D QSESELVNQI IEQLIKKEKV YLAWVPAHKG IGGNEQVDKL VSAG--IRKV LFLDGIDKAQ
HIV1MN     QAQP-----D KSESELVSQI IEQLIKKEKV YLAWVPAHKG IGGNEQVDKL VSAG--IRKV LFLDGIDKAQ
HIV1N5     QAQP-----D KSESELVSQI IEQLIKKEKV YLAWVPAHKG IGGNEQVDGL VSAG--IRKV LFLDGIDKAQ
HIV1ND     QAQP-----D KSESELVSQI IEQLIKKEKV YLAWVPAHKG IGGNEQVDKL VSQG--IRKV LFLDGIDKAQ
HIV1OY     QAQP-----D KSESELVSQI IEQLIKKEKV YLAWVPAHKG IGGNEQVDKL VSAG--IRKV LFLDGIDKAQ
HIV1PV     QAQP-----D QSESELVNQI IEQLIKKQKV YLAWVPAHKG IGGNEQVDKL VSAG--IRKI LFLDGIDKAQ
HIV1U4     QAQP-----D RSESEIVNQI IEKLIEKEKV YLSWVPAHKG IGGNEQVDKL VSSG--IRKV LFLDGIDKAQ
HIV1Z2     QAQP-----D KSESELVSQI IEQLIKKEKV YLAWVPAHKG IGGNEQVDKL VSQG--IRKV LFLDGIDKAQ
HIV2CA     AGQP-----T ESENRIVNQI IEEMIKKEAI YVAWVPAHKG IGGNQEVDHL VSQG--IRQV LFLEKIEPAQ
HIV2D1     AGQP-----T ESENRIVNQI IEDMIKKEAV YVAWVPAHKG IGGNQEVDHL VSQG--IRQV LFLEKIEPAQ
HIV2G1     VGQP-----T ESESRIVNQI IEDMIKKEAV YVAWVPAHKG IGGNQEVDHL VSQG--IRQV LFLERIEPAQ
HIV2KR     AGQP-----T ESESKLVNQI IEEMIKKETL YVAWVPAHKG IGGNQEVDHL VSQG--IRQV LFLEKIEPAQ
HIV2RO     ASQP-----T ESESKIVNQI IEEMIKKEAI YVAWVPAHKG IGGNQEVDHL VSQG--IRQV LFLEKIEPAQ
HIV2SB     TGQP-----A ESESRIVNKI IEEMIKKEAI YVAWVPAHKG IGGNQEIDHL VSQG--IRQV LFLERIEPAQ
HIV2ST     AGQP-----T ESESKIVNQI IEEMIKKEAI YVAWVPAHKG IGGNQEVDHL VSQG--IRQV LFLEKIEPAQ
SIVCZ      QSQP-----D HSESELVNQI IEELIKKEKI YLSWVPAHKG IGGNEQVDKL VSAG--IRKV LFLDGIDRAQ
Smanga_S4  AGQP-----T ESESRLVNQI IEEMIKKEAI YVAWVPAHKG IGGNQEVDHL VSQG--IRQV LFLKKIEPAQ
Smanga_SP  AGQP-----T ESESRLVNQI IEEMIKKEAI YVAWVPAHKG IGGNQEVDHL VSQG--IRQV LFLEKIEPAQ



         841
HTLV       ELHSFTHCGQ TAL-TLQGAT TTEASNILRS CHACRGGNPQ HQMPRGHIRR GLLPNHIWQG DITHFKYKNT
HIV1B5     EEHEKYHSNW RAMASDFNLP PVVAKEIVAS CDKCQLKGEA M---HGQV-- -DCSPGIWQL DCTHLEGKVI
HIV1H2     DEHEKYHSNW RAMASDFNLP PVVAKEIVAS CDKCQLKGEA M---HGQV-- -DCSPGIWQL DCTHLEGKVI
HIV1MN     EDHEKYHSNW RAMASDFNLP PIVAKEIVAS CDKCQLKGEA M---HGQV-- -DCSPGIWQL DCTHLEGKVI
HIV1N5     EEHEKYHSNW RAMASDFNLP PVVAKEIVAS CDKCQLKGEA M---HGQV-- -DCSPGIWQL DCTHLEGKVI
HIV1ND     EEHEKYHNNW RAMASDFNLP PVVAKEIVAS CDKCQLKGEA M---HGQV-- -DCSPGIWQL DCTHLEGKVI
HIV1OY     EEHEKYHSNW RAMASDFNLP PVVAKEIVAS CDKCQLKGEA M---HGQV-- -DCSPGIWQL DCTHLEGKII
HIV1PV     DEHEKYHSNW RAMASDFNLP PVVAKEIVAS CDKCQLKGEA M---HGQV-- -DCSPGIWQL DCTHLEGKVI
HIV1U4     EDHEKYHCNW RAMASDFNLP PVVAKEIVAS CNKCQLKGEA M---HGQV-- -DCSPGIWQL DCTHLEGKVI
HIV1Z2     EEHEKYHNNW RAMASDFNLP PVVAKEIVAS CDKCQLKGEA M---HGQV-- -DCSPGIWQL DCTHLEGKVI
HIV2CA     EEHEKYHTNV KELCHKFDIP QLVARQIVNT CAQYQQKGEA I---HGQV-- -NAEVGTWQM DCTHLEGKII
HIV2D1     EEHEKYHSNI KELTHKFGIP QLVARQIVNT CAQCQQKGEA I---HGQV-- -NAEIGVWQM DCTHLEGKII
HIV2G1     EEHEKYHSNM KELTHKFGIP QLVARQIVNT CAQCQQKGEA I---HGQV-- -NAEIGVWQM DCTHLEGKII
HIV2KR     EEHEKYHSNV KELSHKFGLP KLVARQIVNT CAQCQQKGEA I---HGQV-- -DAELGTWQM DCTHLEGKII
HIV2RO     EEHEKYHSNV KELSHKFGIP NLVARQIVNS CAQCQQKGEA I---HGQV-- -NAELGTWQM DCTHLEGKII
HIV2SB     EEHGKYHSNV KELAHKFGLP NLVARQIVNT CAQCQQKGEA I---HGQV-- -NAELGTWQM DCTHLEGKII
HIV2ST     EEHEKYHSNV KELSHKFGLP KLVARQIVNT CTQCQQKGEA I---HGQV-- -NAELGTWQM DCTHLEGKII
SIVCZ      EEHERYHSNW KAMASDFNLP PIVAKEIVAH CDKCQVKGEA M---HGQV-- -DCSPGIWQV DCTHLEGKVI
Smanga_S4  EEHEKYHSNV KELVFKFGLP RLVAKQIVDT CDKCHQKGEA I---HGQV-- -NAELGTWQM DCTHLEGKII
Smanga_SP  EEHEKYHSNV KELVFKFGLP RLVAKQIVDT CDKCHQKGEA I---HGQV-- -NAELGTWQM DCTHLEGKII

         911
HTLV       LYRLHVWVDT FSGAISATQK RKETSSEAIS SLLQAIAHLG KPSYINTDNG PAYISQDFLN MCTSLAIRHT
HIV1B5     LVAVHVA--- -SGYIEAEVI PAETGQETAY -FLLKLAGRW PVKTIHTDNG SNFTSATVKA ACWWAGIKQE
HIV1H2     LVAVHVA--- -SGYIEAEVI PAETGQETAY -FLLKLAGRW PVKTIHTDNG SNFTGATVRA ACWWAGIKQE
HIV1MN     LVAVHVA--- -SGYIEAEVI PAETGQETAY -FLLKLAGRW PVKTIHTDNG PNFTSTTVKA ACWWTGIKQE
HIV1N5     LVAVHVA--- -SGYIEAEVI PAETGQETAY -FLLKLAGRW PVKTVHTDNG SNFTSTTVKA ACWWAGIKQE
HIV1ND     LVAVHVA--- -SGYIEAEVI PAETGQETAY -FLLKLAGRW PVKVVHTDNG SNFTSATVKA ACWWAGIKQE
HIV1OY     LVAVHVA--- -SGYIEAEVI PAETGQETAY -FILKLAGRW PVKTIHTDNG SNFTSTTVKA ACWWAGIKQE
HIV1PV     LVAVHVA--- -SGYIEAEVI PAETGQETAY -FLLKLAGRW PVKTIHTDNG SNFTSATVKA ACWWAGIKQE
HIV1U4     LVAVHVA--- -SGYIEAEVI PAETGQETAY -FILKLAGRW PVKVIHTDNG SNFTSAAVKA VCWWANIQQE
HIV1Z2     LVAVHVA--- -SGYIEAEVI PAETGQETAY -FILKLAGRW PVKIVHTDNG SNFTSAAVKA ACWWAGIKQE
HIV2CA     IVAVHVA--- -SGFIEAEVI PQESGRQTAL -FLLKLASRW PITHLHTDNG ANFTSQEVKM VAWWVGIEQT
HIV2D1     IVAVHVA--- -SGFIEAEVI PQESGRQTAL -FLLKLASRW PITHLHTDNG PNFTSQEVKM VAWWIGIEQS
HIV2G1     IVAVHVA--- -SGFIEAEVI PQESGRQTAL -FLLKLASRW PITHLHTDNG SNFTSQEVKM VAWWIGIEQS
HIV2KR     IVAVHVA--- -SGFIEAEVI PQETGRQTAL -FLLKLASRW PITHLHTDNG ANFTSQEVKM VAWWTGIEQS
HIV2RO     IVAVHVA--- -SGFIEAEVI PQESGRQTAL -FLLKLASRW PITHLHTDNG ANFTSQEVKM VAWWIGIEQS
HIV2SB     IVAVHVA--- -SGFIEAEVI PQESGRQTAL -FLLKLASRW PITHLHTDNG ANFTSQEVKM VAWWVGIEQS
HIV2ST     IVAVHVA--- -SGFIEAEVI PQESGRQTAL -FLLKLASRW PITHLHTDNG ANFTSQEVKM VAWWIGIEQS
SIVCZ      IVAVHVA--- -SGYIEAEVI PAETGQETAY -FLLKLAGRW PVKTIHTDNG PNFTSAAVKA ACWWADIKQE
Smanga_S4  IVAVHVA--- -SGFIEAEVI PQETGRQTAL -FLLKLAGRW PITHLHTDNG ANFTSQEVKM VAWWAGIEQT
Smanga_SP  IVAVHVA--- -SGFIEAEVI PQETGRQTAL -FLLKLASRW PITHLHTDNG ANFTSQEVKM VAWWAGIEQT

         981
HTLV       THVPYNPTSS GLVERSNGIL KTLLYKYFTD KPDLPMDNAL SIALWTINHL NVLTNCHKTR WQL---HHSP
HIV1B5     FGIPYNPQSQ GVVESMNKEL KKIIGQVRDQ AEHLK--TAV QMAVFIHNF- -------KRK GGIGGYSAGE
HIV1H2     FGIPYNPQSQ GVVESMNKEL KKIIGQVRDQ AEHLK--TAV QMAVFIHNF- -------KRK GGIGGYSAGE
HIV1MN     FGIPYNPQSQ GVIESMNKEL KKIIGQVRDQ AEHLK--RAV QMAVFIHNF- -------KRK GGIGGYSAGE
HIV1N5     FGIPYNPQSQ GVIESMNKEL KKIIGQVRDQ AEHLK--TAV QMAVFIHNF- -------KRK GGIGGYSAGE
HIV1ND     FGIPYNPQSQ GVVESMNKEL KKIIGQVRDQ AEHLK--TAV QMAVFIHNF- -------KRK GGIGGYSAGE
HIV1OY     FGIPYNPQSQ GVVESMNNEL KKIIGQVRDQ AEHLK--TAV QMAVFIHNF- -------KRK GGIGGYSAGE
HIV1PV     FGIPYNPQSQ GVVESMNKEL KKIIGQVRDQ AEHLK--TAV QMAVFIHNF- -------KRK GGIGGYSAGE
HIV1U4     FGIPYNPQSQ GVVESMNKEL KKIIGQVREQ AEHLK--TAV QMAVFIHNF- -------KRK GGIGGYSAGE
HIV1Z2     FGIPYNPQSQ GVVESMNKEL KKIIGQVRDQ AEHLK--TAV QMAVFIHNF- -------KRK GGIGGYSAGE
HIV2CA     FGVPYNPQSQ GVVEAMNHHL KNQISRIREQ ANTVE--TIV LMAVHCMNF- -------KRR GGIGDMTPSE
HIV2D1     FGVPYNPQSQ GVVEAMNHHL KNQISRIREQ ANTIE--TIV LMAVHCMNF- -------KRR GGIGDMTPAE
HIV2G1     FGVPYNPQSQ GVVEAMNHHL KNQISRIREQ ANTIE--TIV LMAVHCMNF- -------KRR GGIGDMTPAE
HIV2KR     FGVPYNPQSQ GVVEAMNHHL KNQISRIREQ ANTME--TIV LMAVHCMNF- -------KRR GGIGDMTPAE
HIV2RO     FGVPYNPQSQ GVVEAMNHHL KNQISRIREQ ANTIE--TIV LMAIHCMNF- -------KRR GGIGDMTPSE
HIV2SB     FGVPYNPQSQ GVVEAMNHHL KNQIERIREQ ANTME--TIV LMAVHCMNF- -------KRR GGIGDMTPVE
HIV2ST     FGVPYNPQSQ GVVEAMNHHL KNQISRIREQ ANTVE--TIV LMAVHCMNF- -------KRR GGIGDMTPAE
SIVCZ      FGIPYNPQSQ GVVESLNKEL KKIIGQVRDQ AEHLK--TAV QMAVFIHNF- -------KRK GGIGGYTAGE
Smanga_S4  FGVPYNPQSQ GVVEAMNHHL KTQIDRIREQ ANSIE--TIV LMAVHCMNF- -------KRR GGIGDMTPAE
Smanga_SP  FGVPYNPQSQ GVVEAMNHHL KTQIDRIREQ ANSIE--TIV LMAVHCMNF- -------KRR GGIGDMTPAE



        1051
HTLV       RLQPI----P ETRSLS---- NKQTHWYYFK LPGLNSRQWK GPQEALQEAA GAALIPVSAS SAQWIPWRLL
HIV1B5     RIVDIIATDI QTKELQKQIT KIQNFRVYY- -RDSRNPLWK GPAKLLWKGE GAVVIQDNSD I-KVVPRRKA
HIV1H2     RIVDIIATDI QTKELQKQIT KIQNFRVYY- -RDSRNPLWK GPAKLLWKGE GAVVIQDNSD I-KVVPRRKA
HIV1MN     RIVGIIATDI QTKELQKQIT KIQNFRVYY- -RDSRDPLWK GPAKLLWKGE GAVVIQDNND I-KVVPRRKA
HIV1N5     RIVDIIATDI QTKELQKQIT KIQNFRVYY- -RDSRDPVWK GPAKLLWKGE GAVVIQDNSD I-KVVPRRKA
HIV1ND     RIIDIIATDI QTRELQKQII KIQNFRVYY- -RDSRDPIWK GPAKLLWKGE GAVVIQDNSD I-KVVPRRKV
HIV1OY     RIVDIIATDI QTKELQKQIT KIQNFRVYY- -RDSREPLWK GPAKLLWKGE GAVVIQDNSD I-KVVPRRKA
HIV1PV     RIVDIIATDI QTKELQKQIT KIQNFRVYY- -RDSRNPLWK GPAKLLWKGE GAVVIQDNSD I-KVVPRRKA
HIV1U4     RIIDIIATDI QTKELQKQIS KIQNFRVYY- -RDSRDPIWK GPAKLLWKGE GAVVIQDNSD I-KVVPRRKA
HIV1Z2     RIIDIIATDI QTKELQKQIT KIQNFRVYY- -RDSRDPIWK GPAKLLWKGE GAVVIQDNSD I-KVVPRRKV
HIV2CA     RLINMITTEQ EIQFLQAKNS KLKNFRVYF- -REGRDQLWK GPGELLWKGD GAVIVKVGTD I-KIIPRRKA
HIV2D1     RLINMITTEQ EIQFLQRKNS NFKKFQVYY- -REGRDQLWK GPGELLWKGD GAVIVKVGAD I-KVVPRRKA
HIV2G1     RLINMITTEQ EIQFLQRKNS NFKNFQVYY- -REGRDQLWK GPGELLWKGD GAVIVKVGAD I-KVIPRRKA
HIV2KR     RLINMITTEQ EIQFLHAKNS KLKNFRVYF- -REGRDQLWK GPGELLWKGD GAVIVKVGTD I-KIVPRRKA
HIV2RO     RLINMITTEQ EIQFLQAKNS KLKDFRVYF- -REGRDQLWK GPGELLWKGE GAVLVKVGTD I-KIIPRRKA
HIV2SB     RLVNMITTEQ EIQFLQAKNS KLKNFRVYF- -REGRNQLWQ GPGELLWKGD GAVIVKVGTD I-KVIPRRKA
HIV2ST     RLINMVTAEQ EIQFLQAKNS KLQNFRVYF- -REGRDQLWK GPGELLWKGD GAVIVKVGAD I-KIIPRRKA
SIVCZ      RIIDIIATDI QTSELQKQIL KVQKFRVYY- -RDSRDPIWK GPATLLWKGE GAVVIQDQGE L-KVVPRRKA
Smanga_S4  RLVNMITTEQ EIQFQQSKNS KFKNFRVYY- -REGRDQLWK GPGELLWKGE GAVILKVGTE I-KVVPRRKA
Smanga_SP  RLVNMITTEQ EIQFQQSKNS KFKNFRVYY- -REGRDQLWK GPGELLWKGE GAVILKVGTE I-KVVPRRKA

        1121
HTLV       KRAACPRPVG GPADPKEKD- L---QHHG-- -
HIV1B5     ---KIIRDYG KQMAGDDCVA S---RQDED- -
HIV1H2     ---KIIRDYG KQMAGDDCVA S---RQDED- -
HIV1MN     ---KVIRDYG KQTAGDDCVA S---RQDED- -
HIV1N5     ---KIIRDYG KQMAGDDCVA S---RQDED- -
HIV1ND     ---KIIRDYG KQMAGDDCVA S---RQDED- -
HIV1OY     ---KIIRDYG KQMAGDDCVA S---RQDED- -
HIV1PV     ---KIIRDYG KQMAGDDCVA S---RQDED- -
HIV1U4     ---KIIRDYG KQMAGDDCMA G---RQDED- -
HIV1Z2     ---KIIRDYG KQMAGDDCVA S---RQDED- -
HIV2CA     ---KIIRDYG GRQELDSSSH LEGARENGEV A
HIV2D1     ---KIIRDYG GRQELDSSSH LEGAREDGEV A
HIV2G1     ---KIIRDYG GRQELDSSHL EGAREEDGEV A
HIV2KR     ---KIIRDYG GRREVDSSSH LEGTREDGEV A
HIV2RO     ---KIIRDYG GRQEMDSGSH LEGAREDGEM A
HIV2SB     ---KIIRDYG PRQEMDSGSH LEGAREDGEM A
HIV2ST     ---KIIKDYG GRQEMDSGSN LEGAREDGEV A
SIVCZ      ---KIIRDYG KQMAGDDCVA S---RQNED- -
Smanga_S4  ---KIIKDYG GGKELDSGSH LEDTGEAREV A
Smanga_SP  ---KIIKDYG GGKELDSGSH LEDTGEAREV A


